Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; disorder in main residue; R factor = 0.047; wR factor = 0.156; data-to-parameter ratio = 17.6.
The title compound, C 11 H 13 N 3 S, exists in the 5-thioxo tautomeric form. The benzene ring exhibits disorder with a refined ratio of 0.77 (2):0.23 (2) for components A and B with a common bridgehead C atom. The 1,2,4-triazole ring is essentially planar, with a maximum deviation of 0.002 (3) Å for the benzyl-substituted C atom, and forms dihedral angles of 88.94 (18) and 86.56 (49) with the benzene rings of components A and B, respectively. The angle between the plane of the ethyl chain and the mean plane of 1,2,4-triazole ring is 88.55 (15) and this conformation is stabilized by an intramolecular C-HÁ Á ÁS contact. In the crystal, pairs of N-HÁ Á ÁS hydrogen bonds link molecules into inversion dimers.
interactions are observed between the triazole and benzene rings, with centroid-centroid separations of 3.547 (4) and 3.544 (12) Å for components A and B, and slippages of 0.49 (6) and 0.58 (15) Å , respectively.
Related literature
For background information on 1,2,4-triazole-5-thiones, see: Saadeh et al. (2010) ; Akhtar et al. (2008) ; Al-Omar et al. (2010) . For their biological activity, see: Pitucha et al. (2010) . For the synthesis, see: Dobosz & Pachuta-Stec (1996) . For related structures, see: Karczmarzyk et al. (2012) ; Kruszynski et al. (2007) ; Siwek et al. (2008) . For graph-set motifs, see Bernstein et al. (1995) . H atoms treated by a mixture of independent and constrained refinement Á max = 0.23 e Å À3 Á min = À0.20 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). 
Experimental

Stańczuk Comment
The 1,2,4-triazole-5-thiones were found to have significant antimicrobial action (Saadeh et al., 2010; Akhtar et al., 2008; Al-Omar et al., 2010) . The title compound, (I), belongs to 3-and 4-substituted derivatives of 1,2,4-triazole-5-thiones with potential antituberculosis activity against mycobacterium strains of Mycobacterium smegmatis, Mycobacterium phlei and Mycobacterium H37Ra (Pitucha et al., 2010) .
The X-ray analysis of the title compound revealed that this compound exists as the 5-thioxo tautomer in the crystalline state. The molecular geometry of (I) is very similar to that observed in the related structures of ethyl 2-(3-methyl-5sulfanylidene-4,5-dihydro-1H-1,2,4-triazol-4-yl)acetate (Karczmarzyk et al., 2012) , 2-(3-methyl-5-thioxo-4,5-dihydro-1H-1,2,4-triazol-4-yl)acetic acid (Kruszynski et al., 2007) and 4-[3-(2-methyl-furan-3-yl)-5-thioxo-1,2,4-triazol-4yl]acetic acid (Siwek et al., 2008) . The 1,2,4-triazole ring is planar to within 0.002 (3) Å. The benzene ring exhibits disorder giving two components A and B with a common bridgehead C atom. The benzyl group adopts a cis-gauche conformation in respect to 1,2,4-triazole ring with the torsion angles N2-C3-C9-C10 and C3-C9-C10-C11A for benzene ring A and C3-C9-C10-C11B for benzene ring B of 25.1 (5), -102.9 (9) and -105 (4)°, respectively. The plane of the ethyl chain is positioned almost perpendicular to the mean plane of the 1,2,4-triazole ring with the dihedral angle of 88.55 (15)°. This conformation is stabilized by the C7-H71···S6 intramolecular hydrogen bond specified as S(5) in graph set notation (Bernstein et al., 1995) .
In the crystal structure ( Fig. 2) , inversion-related molecules of (I) form molecular dimers designated as R 2 2 (8) rings via N1-H1···S6 intermolecular hydrogen bonds. Moreover, the π-electron systems of the pairs of triazole and benzene rings belonging to the molecules related by 2 1 axis overlap each other, with centroid-to-centroid separation of 3.547 (4) Å for ring A and 3.544 (12) Å for ring B between the triazole ring at (x, y, z) and benzene rings at (-x, y+1/2, -z+1/2) and benzene rings at (x, y, z) and triazole ring at (-x, y-1/2, -z+1/2). The angle between overlapping planes is 6.6 (3)° for A and 5.0 (10)° for B and the slippage is 0.490 (58) and 0.575 (147) Å for rings A and B, respectively.
Experimental
The title compound, (I), was prepared by the cyclization reaction of 1-benzyl-4-ethylthiosemicarbazide in alkaline medium according to the metod described by Dobosz & Pachuta-Stec (1996) . Crystals uitable for X-ray diffraction analysis were grown by slow evaporation of ethanol solution.
Refinement
The benzene ring exhibits disorder with the refined ratio of 0.77 (2):0.23 (2) for the two components A and B with common bridgehead C atom. DFIX restraints (SHELXL97; Sheldrick, 2008) with a target value of 1.380 (5) The remaining H atoms were positioned geometrically and treated as riding on their C atoms with C-H distances of 0.93 Å (aromatic), 0.96 Å (CH 2 ) and 0.97 Å (CH 3 ). All H atoms were assigned U iso (H) values of 1.5U eq (N,C).
Computing details
Data collection: KM4B8 (Gałdecki et al., 1996) ; cell refinement: KM4B8 (Gałdecki et al., 1996) ; data reduction:
DATAPROC (Gałdecki et al., 1995) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008) and WinGX (Farrugia, 2012) .
Figure 1
The molecular structure of (I), with atom labels and 30% probability displacement ellipsoids for non-H atoms.
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Figure 2
A view of the molecular packing in (I). 
3-Benzyl-4-ethyl-1H-1,2,4-triazole-5(4H)-thione
Crystal data
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
